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Figure 1: The map of our visual story.

ABSTRACT

Biological pathways are chains of molecule interactions and reac-
tions in biological systems that jointly form complex, hierarchical
networks. Although several pathway layout algorithms have been
investigated, biologists still prefer to use hand-drawn ones, due to
their high visual quality relied on domain knowledge. In this project,
we propose a visualization for computing metabolic pathway maps
that restrict the grouping structure defined by biologists to rectangles
and apply orthogonal-style edge routing to simplify edge orientation.
This idea is inspired by concepts from urban planning, where we
consider reactions as city blocks and built up roads to connect iden-
tical metabolites occurred in multiple categories. We provide a story
to present how glucose is broken down to phosphoenolpyruvate to
release energy, which is often stored in adenosine triphosphate (ATP)
in a human body. Finally, we demonstrate ATP is also utilized to
synthesize urea to eliminate the toxic ammonia in our body.

Index Terms: Human-centered computing— Visualization—Visu-
alization techniques—Graph drawings;
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